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Submission of a new allergen to the WHO/IUIS allergen nomenclature database (www.allergen.org)
SUBMIT COMPLETED form to Richard E. Goodman, Chair, rgoodman2@unl.edu
Required fields are marked by an asterisk “*”; additional information by an “@”.
* Date of submission (yyyy mm dd):           
· NOTE:  This submission is confidential to the WHO/IUIS Subcommittee.  Please include more information rather than less.  

· Western blots, ELISA, sequencing information information is appreciated as an attachment.   
· We may ask for clarification after your submission and before approval.  
1. Submitter (you may have two people listed)

* First name:
     
Middle initials:
     
* Last name:
     
* Institution:
     
Department:
     
* City:
     
* Country:
     
* E-mail address:
     
@ First name:
     
Middle initials:
     
@ Last name:
     
@ Institution:
     
Department:
     
@ City:
     
@ Country:
     
@ E-mail address:
     
2. Allergen data

2.1. Allergen source: 
* Scientific name1:
      (Genus + species)
Synonymous names:
     
Common name:
     
* Family1:
     
* Order1:
     
@ Other taxonomic database source      
1 Please refer to the taxonomic system used within the UniProt (http://www.uniprot.org/taxonomy/) and NCBI (http://www.ncbi.nlm.nih.gov/sites/entrez?db=taxonomy) databases.

2.2. Allergen name
* Proposed allergen name (look for other entries in this species on WHO/IUIS:
Genus (3-4 letters)     
Species (1-2 letters)   
Allergen number   
Isoallergen/variant number (4 digits)     2

 FORMCHECKBOX 
 New allergen in this source

 FORMCHECKBOX 
 New isoallergen to an existing allergen in this source3

 FORMCHECKBOX 
 New variant to an existing isoallergen in this source4
* Justification of the proposed number:


 FORMCHECKBOX 
 Homologous allergen with this number in another species

 FORMCHECKBOX 
 Next available number


Comments:

     
2 Format: Ggg(g) s(s) n.iivv, where g = genus (2-3 letters), s = species (1-2 letters), n = allergen number, i = isoallergen number (2 digits), v = variant number (2 digits).
3 New isoallergens will only be accepted if IgE binding has been demonstrated.

4 New variants will only be accepted if sufficient reasons are given (e.g. the purified recombinant variant is further characterized or the new variant is prevalent in a certain region/environment). Use the comments field above.
Isoallergens share the following common biochemical properties: similar molecular size, identical biological function, if known, and an amino acid sequence identity above 67%. It is recognized that the recommended > 67% sequence identity for 2 allergens to be assigned to the same group is only a guideline. Each isoallergen may have multiple forms of closely similar sequences, which are designated as variants. Isoallergens and their variants belonging to the same allergen group are designated by suffixes of a period followed by four Arabic numerals. The first two numerals 01 to 99 refer to a particular isoallergen, and the two subsequent numerals 01 to 99 refer to a particular variant of a particular isoallergen designated by the preceding two numerals.
2.3. Biochemistry

Biochemical name(s), (e.g. serine protease, myoglobin, protein kinase):      
Function if known:      
NATURAL PROTEIN TESTED (yes/no):      
* Tissue or organ of expression of the natural allergen (relevant to human exposure) (y/n):      
Method(s) of purification (e.g. extract, chromatography / medium):      
Percent purity (e.g. 90%):      
RECOMBINANT PROTEIN TESTED (yes/no):      
Expression system (organism & vector):      
Method(s) of purification (Ni2 column, chromatography, antibody binding):      
Percent purity (e.g. 90%):      
2.3.1. * Molecular weight of the mature protein
	Mw (kDa)
	Method
	Tested molecule
	Comment

	
	Click on the shaded area to select the method from the drop-down menu
	natural
	recombinant
	

	     
	SDS-PAGE (non-reducing)
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     

	     
	SDS-PAGE reducing
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     

	     
	MALDI-TOF (Mass spec)
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     

	     
	Calculated
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     


Please specify at least one molecular weight data. For complete sequences, specification of the deduced molecular weight is obligatory.
2.3.2. Post-translational modifications
* The natural allergen is glycosylated:
 FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no  FORMCHECKBOX 
 unknown

* The recombinant allergen is glycosylated:
 FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no  FORMCHECKBOX 
 unknown

Method of glycan determination:

     
Describe other known post-translational modifications:
     
2.4. Molecular Biology
2.4.1. * Sequence and structure accession numbers
	
	Accession number
	Public
	To be released upon publication
	To be released on (yyyy mm dd)

	Nucleotide sequence
Required for cloned genes or cDNAs
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	          

	Protein sequence (GenPept)
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	          

	Protein sequence (UniProt)
Please fill in, if available
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	          

	Structure (PDB)
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	          


For a cloned gene product, please provide a nucleotide accession number (GenBank/EMBL/DDBJ). Please specify also the GenPept or Uniprot accession number, if available. For natural proteins identified by Edman degradation or MS, please specify the GenPept or Uniprot accession number. Please do not provide sequence version identifiers (GI numbers) or coding sequence accession numbers.
Allergen submissions without any associated accession number will not be accepted.

2.4.2. Sequence (please paste in the sequence that you have determined in your study).  Use “xxx” between known nucleotides and amino acids when you do not know the full sequence.
* Protein sequence, complete (one-letter code, (FASTA - or raw format):

     
Nucleotide sequence (FASTA – or raw format):

     
Sequences that have not been made public yet will be kept confidential by the IUIS Allergen Nomenclature Sub-committee. 
OK for Public viewing?(yes/no)       
2.4.3. Sequence features

The above submitted sequence contains (the numbering refers to the protein sequence):
 FORMCHECKBOX 
 Signal sequence
Residues: from       to      
Complete:  FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no

 FORMCHECKBOX 
 Propetide sequence
Residues: from       to      
Complete:  FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no

 FORMCHECKBOX 
 Mature sequence
Residues: from       to      
Complete:  FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no

For post-translationally processed proteins:

* The N-terminus of the mature protein was determined by using


 FORMCHECKBOX 
 N-terminal sequencing of the mature allergen

 FORMCHECKBOX 
 Inference from homologous proteins with known N-terminus

 FORMCHECKBOX 
 Computer prediction methods


 FORMCHECKBOX 
 Other:      

Comments:      
Other features, comments:
     
2.4.4. Level of sequence confirmation

NATURAL ALLERGEN:

Was the submitted allergen sequence established or confirmed:
By N-terminal sequencing or trypsin digestion and Edmand degradation ?  
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

If so, how many contiguous amino acids ?        

By LC-MS/MS?
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no


Sequence coverage of expected full-length protein:       %

RECOMBINANT ALLERGEN PROTEIN (AA) SEQUENCE CONFIRMATION?:

By N-terminal sequencing or trypsin digestion and Edmand degradation?  
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

If so, how many contiguous amino acids ?        

By LC-MS/MS?
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no


Sequence coverage of expected full-length protein:       %

RECOMBINANT ALLERGEN:  

Was the submitted AA sequence deduced cDNA or genome?    FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

If yes:  were multiple independent clones analyzed and found and sequenced?  
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

Was the nucleotide sequences established based on complementary sequence data from both DNA strands of each clone?  
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

Was the sequence obtained by a PCR-strategy?
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

If yes:
The forward primer was located in the 5’-UTR (untranslated region)
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

The forward primer was located in the signal or propeptide coding region
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

The forward primer was located5 in the mature peptide coding region
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

If yes, specify the corresponding amino acids covered by the primer sequence:



     
The reverse primer was located in the 3’-UTR



 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

The reverse primer was located5 in the mature peptide coding region
 FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

If yes, specify corresponding amino acids covered by the primer sequence:

     

Origin of the primer sequences:


     
5At least in part
2.4.5. * Sequence reference:

 FORMCHECKBOX 

Unpublished

 FORMCHECKBOX 

Publication accessible via PubMed:

PubMed accession number:      
 FORMCHECKBOX 

Congress abstract or publication not accessible via PubMed:


Authors:
     

Title:
     

Year:
     

Journal:
     

Volume:
     

Pages:
     

Congress title:
     , city:     , country      

Abstract number:
     
2.5. Allergenicity

Allergens are incorporated into the Official List of Allergens only if one of the following criteria is met:

1. Prefer protein-specific binding of IgE from at least 5 sera of patients allergic to the respective allergen source, and NOT to those without allergy to the source (preference: test with sear from 3 allergic to other sources and 2 without allergies).

2. Minimum: protein specific binding of IgE from at least 2 subjects out of 10 subjects with allergy to the source, and no IgE binding to those with without allergies to the source (at least 2 subjects with allergies to other sources).
3. IgE binding should be tested (demonstrated) to the purified (natural or recombinant) allergen, as well as to an extract of the source material that represents the source of allergy (e.g. fruit, pollen, insect, animal parts)

2.5.1. Study population:
* The patients react with allergic symptoms upon exposure to the source that containes the submitted allergen. This was documented by:
 FORMCHECKBOX 
 Case history.  Details:      
 FORMCHECKBOX 
 Allergen challenge with extract, solid or purified material
· SPT with purified or extract of source  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

· Oral, in mouth or ingested   FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

· Inhalation (airway)   FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no 
· Contact  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no
* The presence of allergen (source)-specific IgE was shown by:

 FORMCHECKBOX 
 In vitro IgE test 
· Western blot  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

· Dot blot  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

· ELISA  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

· RAST  (or EAST)  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

 FORMCHECKBOX 
 In vivo tests

· Skin test (SPT or patch test)  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no
· Conjunctive  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

· Airway (nose or inhalation)  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no


 FORMCHECKBOX 
 Direct Basophil activation  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

 FORMCHECKBOX 
 In-direct Basophil activation  FORMCHECKBOX 
 yes
 FORMCHECKBOX 
 no

Additional selection criteria:

     
2.5.2. * Natural Route(s) of exposure of allergenic source (inhalation, ingestion, contact, etc.):
     
2.5.3. * Experimental evidence of allergenicity
	* Test method
	* Negative controls total
	* Patients total
	* Patients positive
	* Tested molecule
	 * Comments 6

	Click on the shaded area to select the method from the drop-down menu.
	
	
	
	natural
	recomb.
	

	In vitro IgE 
	     
	     
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     

	Skin Prick Test (SPT)
	     
	     
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     

	Basophil activation
	     
	     
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     

	In vivo allergen Challenge
	     
	     
	     
	 FORMCHECKBOX 

	 FORMCHECKBOX 

	     


6 Specify in the Comments field the exact test method (e. g. CAP, ELISA, reducing immunoblot, skin-prick test, prick-to-prick test, ...)

If the natural allergen was tested, please specify the methods used to confirm the identity and purity of the protein used:      
For glycosylated allergens

The glycan moieties bind IgE
 FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no  FORMCHECKBOX 
 unknown


The protein moiety binds IgE

 FORMCHECKBOX 
 yes  FORMCHECKBOX 
 no  FORMCHECKBOX 
 unknown


Experiments performed:


 FORMCHECKBOX 
 IgE binding to deglycosylated allergen


 FORMCHECKBOX 
 IgE inhibition with deglycosylated allergen


 FORMCHECKBOX 
 IgE binding to glycan moiety (e.g. protease digested allergen)


 FORMCHECKBOX 
 IgE inhibition with glycan moiety


Other tests:

     
2.5.4. * Allergenicity reference:

 FORMCHECKBOX 

Same as sequence reference

 FORMCHECKBOX 

Unpublished

 FORMCHECKBOX 

Publication accessible via PubMed:

PubMed accession number:      
 FORMCHECKBOX 

Congress abstract or publication not accessible via PubMed:


Authors:
     

Title:
     

Year:
     

Journal:
     

Volume:
     

Pages:
     

Congress title:
     , city:     , country      

Abstract number:
     
3. Additional comments

     
Please send this form to Richard E. Goodman rgoodman2@unl.edu .

We will acknowledge the receipt and inform you of the progress of your submission by e-mail.

Allergen submission form, version 5.0 dated:  2017-02-06     Submit to: rgoodman2@unl.edu 
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